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<220> 

<221> CDS 

<222> (58) . . (1218) 

<400> 1 

atccttgctg gagcattcac taggcgaggc gctccatcgg actcactagc cgcactc 57 

atg aat egg cac cat ctg cag gat cac ttt ctg gaa ata gac aag aag 105 
Met Asn Arg His His Leu Gin Asp His Phe Leu Glu lie Asp Lys Lys 
15 10 15 

aac tgc tgt gtg ttc cga gat gac ttc att gtc aag gtg ttg ccg ccg 153 
Asn Cys Cys Val Phe Arg Asp Asp Phe lie Val Lys Val Leu Pro Pro 
20 25 30 

gtg ttg ggg ctg gag ttt ate ttc ggg ctt ctg ggc aat ggc ctt gec 201 
Val Leu Gly Leu Glu Phe lie Phe Gly Leu Leu Gly Asn Gly Leu Ala 
35 40 45 

ctg tgg att ttc tgt ttc cac etc aag tec tgg aaa tec age egg att 249 
Leu Trp lie Phe Cys Phe His Leu Lys Ser Trp Lys Ser Ser Arg lie 
50 55 60 

ttc ctg ttc aac ctg gca gtg get gac ttt eta ctg ate ate tgc ctg 297 
Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu lie lie Cys Leu 
65 70 75 80 

ccc ttc ctg atg gac aac tat gtg agg cgt tgg gac tgg aag ttt ggg 345 
Pro Phe Leu Met Asp Asn Tyr Val Arg Arg Trp Asp Trp Lys Phe Gly 
8 5 90 " " 95 

gac ate cct tgc egg ctg atg etc ttc atg ttg get atg aac cgc cag 393 
Asp lie Pro Cys Arg Leu Met Leu Phe Met Leu Ala Met Asn Arg Gin 
100 105 110 



1 



ggc age ate ate ttc etc acg gtg gtg gcg gta gac agg tat ttc egg 441 
Gly Ser lie lie Phe Leu Thr Val Val Ala Val Asp Arg Tyr Phe Arg 
115 120 125 

gtg gtc cat ccc cac cac gec ctg aac aag ate tec aat egg aca gca 489 
Val Val His Pro His His Ala Leu Asn Lys lie Ser Asn Arg Thr Ala 
130 135 140 

gee ate ate tct tgc ctt ctg tgg ggc ate act att ggc ctg aca gtc 537 
Ala lie lie Ser Cys Leu Leu Trp Gly lie Thr lie Gly Leu Thr Val 
145 150 155 160 

cac etc ctg aag aag aag atg ccg ate cag aat ggc ggt gca aat ttg 585 
His Leu Leu Lys Lys Lys Met Pro lie Gin Asn Gly Gly Ala Asn Leu 
165 170 " 175 

tgc age age ttc age ate tgc cat ace ttc cag tgg cac gaa gee atg 633 
Cys Ser Ser Phe Ser lie Cys His Thr Phe Gin Trp His Glu Ala Met 
180 185 190 

ttc etc ctg gag ttc ttc ctg ccc ctg ggc ate ate ctg ttc tgc tea 681 
Phe Leu Leu Glu Phe Phe Leu Pro Leu Gly lie lie Leu Phe Cys Ser 
195 200 205 

gee aga att ate tgg age ctg egg cag aga caa atg gac egg cat gee 729 
Ala Arg lie lie Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala 
210 215 220 

aag ate aag aga gee ate ace ttc ate atg gtg gtg gee ate gtc ttt 777 
Lys lie Lys Arg Ala lie Thr Phe lie Met Val Val Ala lie Val Phe 
225 230 235 240 

gtc ate tgc ttc ctt ccc age gtg gtt gtg egg ate cgc ate ttc tgg 825 
Val lie Cys Phe Leu Pro Ser Val Val Val Arg lie Arg lie Phe Trp 
245 250 255 

etc ctg cac act teg ggc acg cag aat tgt gaa gtg tac cgc teg gtg 873 
Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 
260 265 270 

gac ctg gcg ttc ttt ate act etc age ttc ace tac atg aac age atg 921 
Asp Leu Ala Phe Phe lie Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
275 280 285 

ctg gac ccc gtg gtg tac tac ttc tec age cca tec ttt ccc aac ttc 969 
Leu Asp Pro Val Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Asn Phe 
290 295 300 

ttc tec act ttg ate aac cgc tgc etc cag agg aag atg aca ggt gag 1017 
Phe Ser Thr Leu lie Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu 
305 310 315 320 

cca gat aat aac cgc age acg age gtc gag etc aca ggg gac ccc aac 1065 
Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Asn 
325 330 335 

aaa acc aga ggc get cca gag gcg tta atg gee aac tec ggt gag cca 1113 



2 



Lys Thr Arg Gly Ala Pro Glu Ala Leu Met Ala Asn Ser Gly Glu Pro 
340 345 350 

tgg age ccc tct tat ctg ggc cca acc tea aat aac cat tec aag aag 1161 
Trp Ser Pro Ser Tyr Leu Gly Pro Thr Ser Asn Asn His Ser Lys Lys 
355 360 365 

gga cat tgt cac caa gaa cca gca tct ctg gag aaa cag ttg ggc tgt 1209 
Gly His Cys His Gin Glu Pro Ala Ser Leu Glu Lys Gin Leu Gly Cys 
370 375 380 

tgc ate gag taatgtcact ggactcggcc taaggtttcc tggaacttcc 1258 

Cys lie Glu 

385 



agattcagag 


aatctgattt 


agggaaactg 


tggcagatga 


gtgggagact 


ggttgcaagg 


1318 


tgtgaccgca 


ggaatcctgg 


aggaacagag 


agtaaagctt 


ctaggcatct 


gaaacttttg 


1378 


cttcatctct 


gacgctcgca 


ggactgaaga 


tgggcaaatt 


gtaggcgttt 


ctgetgagea 


1438 


gagttggagc 


cagagatcta 


cttgtgactt 


gttggccttc 


ttcccacatc 


tgcctcagac 


1498 


tggggggggc 


tcagctcctg 


gggtgatatc 


tagectgett 


gtgagctcta 


gcagggataa 


1558 


ggagagctga 


gattggaggg 


aattgtgttg 


ctcctggagg 


gagcccaggc 


atcattaaac 


1618 


aagecagtag 


gtcacctggc 


ttccgtggac 


caattcatct 


ttcagacaag 


ctttagcaga 


1678 


aatggactca 


gggaagagac 


tcacacgctt 


tggttaatat 


ctgtgtttcc 


ggtgggtgta 


1738 


ataggggatt 


agccccagaa 


gggactgagc 


taaacagtgt 


tattatggga 


aaggaaatgg 


1798 


cattgetget 


ttcaaccagc 


gaetaatgea 


atccattcct 


ctcttgttta 


tagtaatcta 


1858 


agggttgggc 


agttaaaacg 


gcttcaggat 


agaaagctgt 


ttcccacctc 


tgtttgcttt 


1918 


taacattaaa 


agggaaatgt 


gcctctgccc 


cacagttaga 


ggggtgcacg 


ttcctcctgg 


1978 


ttccttcgct 


tgtgtttctg 


tacttaccaa 


aaatctacca 


tttcaataaa 


ttttgatagg 


2038 


agacaaaaaa 


aaaaaaaaaa 


aaaaaaaaa 








2067 



<210> 2 

<211> 387 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asn Arg His His Leu Gin Asp His Phe Leu Glu lie Asp Lys Lys 
1 5 10 15 



Asn Cys Cys Val Phe Arg Asp Asp Phe lie Val Lys Val Leu Pro Pro 
20 25 30 
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Val Leu Gly Leu Glu Phe lie Phe Gly Leu Leu Gly Asn Gly Leu Ala 
35 40 45 



Leu Trp lie Phe Cys Phe His Leu Lys Ser Trp Lys Ser Ser Arg lie 
50 55 60 



Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu lie lie Cys Leu 
65 70 75 * 80 



Pro Phe Leu Met Asp Asn Tyr Val Arg Arg Trp Asp Trp Lys Phe Gly 
85 90 ~ 95 



Asp lie Pro Cys Arg Leu Met Leu Phe Met Leu Ala Met Asn Arg Gin 
100 105 110 



Gly Ser lie lie Phe Leu Thr Val Val Ala Val Asp Arg Tyr Phe Arg 
115 120 ~ 125 



Val Val His Pro His His Ala Leu Asn Lys lie Ser Asn Arg Thr Ala 
130 135 140 



Ala lie He Ser Cys Leu Leu Trp Gly He Thr He Gly Leu Thr Val 
145 150 155 160 



His Leu Leu Lys Lys Lys Met Pro He Gin Asn Gly Gly Ala Asn Leu 
165 170 175 



Cys Ser Ser Phe . Ser He Cys His Thr Phe Gin Trp His Glu Ala Met 
180 185 190 



Phe Leu Leu Glu Phe Phe Leu Pro Leu Gly lie lie Leu Phe Cys Ser 
195 200 205 



Ala Arg He lie Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala 
210 215 220 



Lys He Lys Arg Ala lie Thr Phe lie Met Val Val Ala lie Val Phe 
225 230 235 240 



Val He Cys Phe Leu Pro Ser Val Val Val Arg lie Arg lie Phe Trp 
245 250 255 



4 



Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 
260 265 270 



Asp Leu Ala Phe Phe lie Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
275 280 285 



Leu Asp Pro Val Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Asn Phe 
290 295 300 



Phe Ser Thr Leu lie Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu 
305 310 315 320 



Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Asn 
325 330 335 



Lys Thr Arg Gly Ala Pro Glu Ala Leu Met Ala Asn Ser Gly Glu Pro 
340 345 350 



Trp Ser Pro Ser Tyr Leu Gly Pro Thr Ser Asn Asn His Ser Lys Lys 
355 360 365 



Gly His Cys His Gin Glu Pro Ala Ser Leu Glu Lys Gin Leu Gly Cys 
370 375 380 



Cys lie Glu 
385 



<210> 3 

<211> 387 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Asn Arg His His Leu Gin Asp His Phe Leu Glu lie Asp Lys Lys 
1 5 10 15 



Asn Cys Cys Val Phe Arg Asp Asp Phe lie Ala Lys Val Leu Pro Pro 
20 25 30 



Val Leu Gly Leu Glu Phe lie Phe Gly Leu Leu Gly Asn Gly Leu Ala 
35 40 45 



Leu Trp lie Phe Cys Phe His Leu Lys Ser Trp Lys Ser Ser Arg lie 



5 



50 55 60 



Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu lie lie Cys Leu 
65 70 75 80 



Pro Phe Val Met Asp Tyr Tyr Val Arg Arg Ser Asp Trp Asn Phe Gly 
8 5 90 95 



Asp lie Pro Cys Arg Leu Val Leu Phe Met Phe Ala Met Asn Arg Gin 
100 105 110 



Gly Ser lie lie Phe Leu Thr Val Val Ala Val Asp Arg Tyr Phe Arg 
115 120 125 



Val Val His Pro His His Ala Leu Asn Lys lie Ser Asn Trp Thr Ala 
130 135 140 



Ala lie lie Ser Cys Leu Leu Trp Gly lie Thr Val Gly Leu Thr Val 
145 150 155 ' 160 



His Leu Leu Lys Lys Lys Leu Leu lie Gin Asn Gly Pro Ala Asn Val 
165 170 " 175 



Cys lie Ser Phe Ser lie Cys His Thr Phe Arg Trp His Glu Ala Met 
180 185 190 



Phe Leu Leu Glu Phe Leu Leu Pro Leu Gly lie lie Leu Phe Cys Ser 
195 200 205 



Ala Arg lie lie Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala 
210 215 220 



Lys lie Lys Arg Ala lie Thr Phe lie Met Val Val Ala lie Val Phe 
225 230 235 240 



Val lie Cys Phe Leu Pro Ser Val Val Val Arg lie Arg lie Phe Trp 
245 250 255 



Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 
260 265 270 



Asp Leu Ala Phe Phe lie Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
275 280 285 
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Leu Asp Pro Val Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Asn Phe 
290 295 300 



Phe Ser Thr Leu lie Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu 
305 310 315 " " 320 



Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Asn 
325 330 " 1 335 



Lys Thr Arg Gly Ala Pro Glu Ala Leu Met Ala Asn Ser Gly Glu Pro 
340 345 350 



Trp Ser Pro Ser Tyr Leu Gly Pro Thr Ser Asn Asn His Ser Lys Lys 
355 360 365 



Gly His Cys His Gin Glu Pro Ala Ser Leu Glu Lys Gin Leu Gly Cys 
370 375 380 



Cys lie Glu 
385 



<210> 4 

<211> 363 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Asn Arg His His Leu Gin Asp His Phe Leu Glu lie Asp Lys Lys 
15 10 15 



Asn Cys Cys Val Phe Arg Asp Asp Phe lie Val Lys Val Leu Pro Pro 
20 25 30 



Val Leu Gly Leu Glu Phe lie Phe Gly Leu Leu Gly Asn Gly Leu Ala 
35 4 0 4 5 



Leu Trp lie Phe Cys Phe His Leu Lys Ser Trp Lys Ser Ser Arg lie 
50 55 60 



Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu lie lie Cys Leu 
65 70 75 80 
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Pro Phe Leu Met Asp Asn Tyr Val Arg Arg Trp Asp Trp Lys Phe Gly 
85 90 95 



Asp lie Pro Cys Arg Leu Met Leu Phe Met Leu Ala Met Asn Arg Gin 
100 105 110 



Gly Ser lie lie Phe Leu Thr Val Val Ala Val Asp Arg Tyr Phe Arg 
115 120 125 



Val Val His Pro His His Ala Leu Asn Lys lie Ser Asn Arg Thr Ala 
130 135 140 



Ala lie lie Ser Cys Leu Leu Trp Gly lie Thr lie Gly Leu Thr Val 
145 150 155 160 



His Leu Leu Lys Lys Lys Met Pro lie Gin Asn Gly Gly Ala Asn Leu 
165 170 ^ 175 



Cys Ser Ser Phe Ser lie Cys His Thr Phe Gin Trp His Glu Ala Met 
180 185 190 



Phe Leu Leu Glu Phe Phe Leu Pro Leu Gly lie lie Leu Phe Cys Ser 
195 200 205 



Ala Arg lie lie Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala 
210 215 220 



Lys lie Lys Arg Ala lie Thr Phe lie Met Val Val Ala lie Val Phe 
225 230 235 240 



Val lie Cys Phe Leu Pro Ser Val Val Val Arg lie Arg lie Phe Trp 
245 250 ' 255 



Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 
260 265 ~ 270 



Asp Leu Ala Phe Phe lie Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
275 280 285 



Leu Asp Pro Val Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Asn Phe 
290 295 300 



Phe Ser Thr Leu lie Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu 
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305 



310 



315 



320 



Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Asn 
325 330 335 



Lys Thr Arg Gly Ala Pro Glu Ala Leu Met Ala Asn Ser Gly Glu Pro 
340 345 350 



Trp Ser Pro Ser Tyr Leu Gly Pro Thr Ser Pro 
355 ' 360 



<210> 5 

<211> 360 

<212> PRT 

<213> Mus musculus 

<400> 5 

Met Ser Lys Ser Asp His Phe Leu Val lie Asn Gly Lys Asn Cys Cys 
1 5 10 15 



Val Phe Arg Asp Glu Asn lie Ala Lys Val Leu Pro Pro Val Leu Gly 
20 25 30 



Leu Glu Phe Val Phe Gly Leu Leu Gly Asn Gly Leu Ala Leu Trp lie 
35 40 45 



Phe Cys Phe His Leu Lys Ser Trp Lys Ser Ser Arg lie Phe Leu Phe 
50 55 60 



Asn Leu Ala Val Ala Asp Phe Leu Leu lie lie Cys Leu Pro Phe Leu 
65 70 75 80 



Thr Asp Asn Tyr Val His Asn Trp Asp Trp Arg Phe Gly Gly lie Pro 
85 90 " J 95 



Cys Arg Val Met Leu Phe Met Leu Ala Met Asn Arg Gin Gly Ser lie 
100 105 110 



lie Phe Leu Thr Val Val Ala Val Asp Arg Tyr Phe Arg Val Val His 
115 120 125 



Pro His His Phe Leu Asn Lys lie Ser Asn Arg Thr Ala Ala lie lie 
130 135 140 
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Ser Cys Phe Leu Trp Gly Leu Thr lie Gly Leu Thr Val His Leu Leu 
145 150 155 160 



Tyr Thr Asn Met Met Thr Lys Asn Gly Glu Ala Tyr Leu Cys Ser Ser 
165 170 175 



Phe Ser lie Cys Tyr Asn Phe Arg Trp His Asp Ala Met Phe Leu Leu 
180 185 190 



Glu Phe Phe Leu Pro Leu Ala lie lie Leu Phe Cys Ser Gly Arg lie 
195 200 " 205 



lie Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala Lys lie Lys 
210 215 220 



Arg Ala lie Asn Phe lie Met Val Val Ala lie Val Phe lie lie Cys 
225 230 235 240 



Phe Leu Pro Ser Val Ala Val Arg lie Arg lie Phe Trp Leu Leu Tyr 
245 250 255 



Lys Tyr Asn Val Arg Asn Cys Asp lie Tyr Ser Ser Val Asp Leu Ala 
260 265 270 



Phe Phe Thr Thr Leu Ser Phe Thr Tyr Met Asn Ser Met Leu Asp Pro 
275 280 285 



Val Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Asn Phe Phe Ser Thr 
290 295 300 



Cys lie Asn Arg Cys Leu Arg Lys Lys Thr Leu Gly Glu Pro Asp Asn 
305 310 315 320 



Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro Ser Thr Thr Arg 
325 330 335 



Ser lie Pro Gly Ala Leu Met Ala Asp Pro Ser Glu Pro Gly Ser Pro 
340 345 350 



Pro Tyr Leu Ala Ser Thr Ser Arg 
355 360 
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<210> 6 

<211> 319 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Pro Phe Pro Asn Cys Ser Ala Pro Ser Thr Val Val Ala Thr Ala 
15 10 15 



Val Gly Val Leu Leu Gly Leu Glu Cys Gly Leu Gly Leu Leu Gly Asn 
20 25 " 30 



Ala Val Ala Leu Trp Thr Phe Leu Phe Arg Val Arg Val Trp Lys Pro 
35 4 0 4 5 



Tyr Ala Val Tyr Leu Leu Asn Leu Ala Leu Ala Asp Leu Leu Leu Ala 
50 55 60 



Ala Cys Leu Pro Phe Leu Ala Ala Phe Tyr Leu Ser Leu Gin Ala Trp 
65 70 75 80 



His Leu Gly Arg Val Gly Cys Trp Ala Leu Arg Phe Leu Leu Asp Leu 
85 90 ' 95 



Ser Arg Ser Val Gly Met Ala Phe Leu Ala Ala Val Ala Leu Asp Arg 
100 105 110 



Tyr Leu Arg Val Val His Pro Arg Leu Lys Val Asn Leu Leu Ser Pro 
115 120 125 



Gin Ala Ala Leu Gly Val Ser Gly Leu Val Trp Leu Leu Met Val Ala 
130 135 " 140 



Leu Thr Cys Pro Gly Leu Leu lie Ser Glu Ala Ala Gin Asn Ser Thr 
145 150 155 160 



Arg Cys His Ser Phe Tyr Ser Arg Ala Asp Gly Ser Phe Ser lie lie 
165 170 175 



Trp Gin Glu Ala Leu Ser Cys Leu Gin Phe Val Leu Pro Phe Gly Leu 
180 185 190 



lie Val Phe Cys Asn Ala Gly lie lie Arg Ala Leu Gin Lys Arg Leu 
195 200 205 
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Arg Glu Pro Glu Lys Gin Pro Lys Leu Gin Arg Ala Gin Ala Leu Val 
210 215 220 



Thr Leu Val Val Val Leu Phe Ala Leu Cys Phe Leu Pro Cys Phe Leu 
225 230 235 240 



Ala Arg Val Leu Met His lie Phe Gin Asn Leu Gly Ser Cys Arg Ala 
245 250 255 



Leu Cys Ala Val Ala His Thr Ser Asp Val Thr Gly Ser Leu Thr Tyr 
260 265 270 



Leu His Ser Val Val Asn Pro Val Val Tyr Cys Phe Ser Ser Pro Thr 
275 280 285 



Phe Arg Ser Ser Tyr Arg Arg Val Phe His Thr Leu Arg Gly Lys Gly 
2 90 2 95 300 



Gin Ala Ala Glu Pro Pro Asp Phe Asn Pro Arg Asp Ser Tyr Ser 
305 310 315 



<210> 7 

<211> 319 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Pro Phe Pro Asn Cys Ser Ala Pro Ser Thr Val Val Ala Thr Ala 
15 10 15 



Val Gly Val Leu Leu Gly Leu Glu Cys Gly Leu Gly Leu Leu Gly Asn 
20 25 J 30 



Ala Val Ala Leu Trp Thr Phe Leu Phe Arg Val Arg Val Trp Lys Pro 
35 40 4 5 



Tyr Ala Val Tyr Leu Leu Asn Leu Ala Leu Ala Asp Leu Leu Leu Ala 
50 55 60 



Ala Cys Leu Pro Phe Leu Ala Ala Phe Tyr Leu Ser Leu Gin Ala Trp 
65 70 75 80 



12 



His Leu Gly Arg Val Gly Cys Trp Ala Leu His Phe Leu Leu Asp Leu 
85 90 95 



Ser Arg Ser Val Gly Met Ala Phe Leu Ala Ala Val Ala Leu Asp Arg 
100 105 110 



Tyr Leu Arg Val Val His Pro Arg Leu Lys Val Asn Leu Leu Ser Pro 
115 120 125 



Gin Ala Ala Leu Gly Val Ser Gly Leu Val Trp Leu Leu Met Val Ala 
130 135 * 140 



Leu Thr Cys Pro Gly Leu Leu lie Ser Glu Ala Ala Gin Asn Ser Thr 
145 150 155 160 



Arg Cys His Ser Phe Tyr Ser Arg Ala Asp Gly Ser Phe Ser lie lie 
165 170 175 



Trp Gin Glu Ala Leu Ser Cys Leu Gin Phe Val Leu Pro Phe Gly Leu 
180 185 190 



lie Val Phe Cys Asn Ala Gly lie lie Arg Ala Leu Gin Lys Arg Leu 
195 200 205 



Arg Glu Pro Glu Lys Gin Pro Lys Leu Gin Arg Ala Gin Ala Leu Val 
210 215 220 



Thr Leu Val Val Val Leu Phe Ala Leu Cys Phe Leu Pro Cys Phe Leu 
225 230 " 235 240 



Ala Arg Val Leu Met His lie Phe Gin Asn Leu Gly Ser Cys Arg Ala 
245 250 255 



Leu Cys Ala Val Ala His Thr Ser Asp Val Thr Gly Ser Leu Thr Tyr 
2 60 2 65 27 0 



Leu His Ser Val Leu Asn Pro Val Val Tyr Cys Phe Ser Ser Pro Thr 
275 280 " 285 



Phe Arg Ser Ser Tyr Arg Arg Val Phe His Thr Leu Arg Gly Lys Gly 
2 90 2 95 300 



Gin Ala Ala Glu Pro Pro Asp Phe Asn Pro Arg Asp Ser Tyr Ser 
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305 310 315 



<210> 8 

<211> 346 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Tyr Asn Gly Ser Cys Cys Arg lie Glu Gly Asp Thr lie Ser Gin 
15 10 15 



Val Met Pro Pro Leu Leu lie Val Ala Phe Val Leu Gly Ala Leu Gly 
20 25 30 



Asn Gly Val Ala Leu Cys Gly Phe Cys Phe His Met Lys Thr Trp Lys 
35 40 45 



Pro Ser Thr Val Tyr Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu 
50 55 60 



Met lie Cys Leu Pro Phe Arg Thr Asp Tyr Tyr Leu Arg Arg Arg His 
65 70 75 ~ 80 



Trp Ala Phe Gly Asp lie Pro Cys Arg Val Gly Leu Phe Thr Leu Ala 
85 90 95 



Met Asn Arg Ala Gly Ser lie Val Phe Leu Thr Val Val Ala Ala Asp 
100 105 110 



Arg Tyr Phe Lys Val Val His Pro His His Ala Val Asn Thr lie Ser 
115 120 125 



Thr Arg Val Ala Ala Gly lie Val Cys Thr Leu Trp Ala Leu Val lie 
130 135 140 



Leu Gly Thr Val Tyr Leu Leu Leu Glu Asn His Leu Cys Val Gin Glu 
145 150 155 160 



Thr Ala Val Ser Cys Glu Ser Phe lie Met Glu Ser Ala Asn Gly Trp 
165 170 175 



His Asp lie Met Phe Gin Leu Glu Phe Phe Met Pro Leu Gly lie lie 
180 185 190 
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Leu Phe Cys Ser Phe Lys lie Val Trp Ser Leu Arg Arg Arg Gin Gin 
195 200 205 



Leu Ala Arg Gin Ala Arg Met Lys Lys Ala Thr Arg Phe lie Met Val 
210 215 220 



Val Ala lie Val Phe lie Thr Cys Tyr Leu Pro Ser Val Ser Ala Arg 
225 230 ~ 235 240 



Leu Tyr Phe Leu Trp Thr Val Pro Ser Ser Ala Cys Asp Pro Ser Val 
245 250 255 



His Gly Ala Leu His lie Thr Leu Ser Phe Thr Tyr Met Asn Ser Met 
260 265 270 



Leu Asp Pro Leu Val Tyr Tyr Phe Ser Ser Pro Ser Phe Pro Lys Phe 
275 280 285 



Tyr Asn Lys Leu Lys lie Cys Ser Leu Lys Pro Lys Gin Pro Gly His 
290 295 300 



Ser Lys Thr Gin Arg Pro Glu Glu Met Pro lie Ser Asn Leu Gly Arg 
305 310 315 320 



Arg Ser Cys lie Ser Val Ala Asn Ser Phe Gin Ser Gin Ser Asp Gly 
325 330 335 



Gin Trp Asp Pro His lie Val Glu Trp His 
340 345 



<210> 9 

<211> 319 

<212> PRT 

<213> Mus musculus 

<400> 9 

Met Glu His Thr Asn Cys Ser Ala Ala Ser Thr Val Val Glu Thr Ala 
15 10 15 



Val Gly Thr Met Leu Thr Leu Glu Cys Val Leu Gly Leu Met Gly Asn 
20 25 30 



Ala Val Ala Leu Trp Thr Phe Phe Tyr Arg Leu Lys Val Trp Lys Pro 



15 



35 



40 



45 



Tyr Ala Val Tyr Leu Phe Asn Leu Val Val Ala Asp Leu Leu Leu Ala 
50 55 60 



Thr Ser Val Pro Phe Phe Ala Ala Phe Tyr Leu Lys Gly Lys Thr Trp 
65 70 "* 75 ~ ~ ^ 80 



Lys Leu Gly His Met Pro Cys Gin Leu Leu Leu Phe Leu Leu Ala Phe 
85 90 95 



Ser Cys Gly Val Gly Val Ala Phe Leu Met Thr Val Ala Leu Asp Arg 
100 105 110 



Tyr Leu His Val Val His Pro Arg Leu Arg Val Asn Leu Leu Ser Leu 
115 120 125 



Arg Ala Ala Trp Gly lie Ser Ser Leu lie Trp Leu Leu Met Val Val 
130 135 140 



Leu Thr Pro Gin Asn Leu Leu Thr Cys Arg Thr Thr Gin Asn Ser Thr 
145 150 155 160 



Glu Cys Pro Ser Phe Tyr Pro Thr Gly Gly Thr Lys Ala lie Ala Thr 
165 170 ~ 175 



Cys Gin Glu Val Leu Phe Phe Leu Gin Val Leu Leu Pro Phe Gly Leu 
' 180 185 190 



lie Ser Phe Cys Asn Ser Gly Leu lie Arg Thr Leu Gin Lys Arg Leu 
195 200 " 205 



Ser Glu Ser Asp Lys Gin Pro Thr lie Arg Arg Ala Arg Val Leu Val 
210 215 220 



Ala lie Met Leu Leu Leu Phe Gly Leu Cys Phe Leu Pro Ser Val Leu 
225 230 235 240 



Thr Arg Val Leu Val His lie Phe Gin Glu Phe Lys Ser Cys Ser Val 
245 250 ' 255 



Gin Gin Ala lie Met Arg Ala Ser Asp lie Ala Gly Ser Leu Thr Cys 
260 265 270 
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Leu His Ser Thr Leu Ser Pro Ala lie Tyr Cys Phe Ser Asn Pro Ala 
275 280 285 



Phe Thr His Ser Tyr Arg Lys Val Leu Lys Ser Leu Arg Gly Arg Arg 
290 295 300 



Lys Ala Ala Glu Ser Pro Ser Asp Asn Leu Arg Asp Ser Tyr Ser 
305 310 315 



<210> 10 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Phe lie Phe Gly Leu Leu Gly Asn Gly Leu Ala Leu Trp lie Phe Cys 
1 5 10 15 



Phe 



<210> 11 

<211> 21 

<212> PRT 

<213> Homo sapiens 

<400> 11 

lie Phe Leu Phe Asn Leu Ala Val Ala Asp Phe Leu Leu lie lie Cys 
15 10 15 



Leu Pro Phe Leu Met 
20 



<210> 12 

<211> 29 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Phe Gly Asp lie Pro Cys Arg Leu Met Leu Phe Met Leu Ala Met Asn 
15 10 15 



Arg Gin Gly Ser He He Phe Leu Thr Val Val Ala Val 
20 25 



17 



<210> 13 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Ala Ala lie lie Ser Cys Leu Leu Trp Gly lie Thr lie Gly Leu Thr 
1 5 10 15 



Val His Leu Leu 
20 



<210> 14 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Ala Met Phe Leu Leu Glu Phe Phe Leu Pro Leu Gly lie lie Leu Phe 
15 10 15 



Cys Ser Ala 



<210> 15 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Ala He Thr Phe He Met Val Val Ala He Val Phe Val He Cys Phe 
15 10 15 



Leu Pro Ser Val Val Val 
20 



<210> 16 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Leu Ala Phe Phe He Thr Leu Ser Phe Thr Tyr Met Asn Ser Met Leu 
1 5 10 15 



18 



I 



Asp Pro Val Val Tyr Tyr Phe Ser 
20 



<210> 17 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 17 

His Leu Lys Ser Trp Lys Ser Ser Arg 
1 5 



<210> 18 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Asp Asn Tyr Val Arg Arg Trp Asp Trp Lys 
15 10 



<210> 19 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Asp Arg Tyr Phe Arg Val Val His Pro His His Ala Leu Asn Lys lie 
15 10 15 



Ser Asn Arg Thr 
20 



<210> 20 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Lys Lys Lys Met Pro lie Gin Asn Gly Gly Ala Asn Leu Cys Ser Ser 
15 10 15 

Phe Ser lie Cys His Thr Phe Gin Trp His Glu 
20 25 



19 



<210> 21 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Arg lie lie Trp Ser Leu Arg Gin Arg Gin Met Asp Arg His Ala Lys 
15 10 15 



lie Lys Arg 



<210> 22 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Arg lie Arg lie Phe Trp Leu Leu His Thr Ser Gly Thr Gin Asn Cys 
1 5 10 15 



Glu Val Tyr Arg Ser Val Asp 
20 



<210> 23 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Leu Asn Lys lie Ser Asn Arg Thr Ala Ala lie lie Ser Cys 
15 10 



<210> 24 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Gly Glu Pro Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr 
15 10 



<210> 25 

<211> 14 

<212> PRT 

<213> Homo sapiens 



20 



<400> 25 



Leu Thr Gly Asp Pro Asn Lys Thr Arg Gly Ala Pro Glu Ala 
5 10 



1 




<210> 


26 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


26 


Gly Pro Thr 


1 




<210> 


27 


<211> 


13 


<212> 


PRT 


<213> 


Homo 


<400> 


27 


Cys Phe His 


1 




<210> 


28 


<211> 


13 


<212> 


PRT 


<213> 


Homo 


<400> 


28 


Leu Lys 


; Ser 


1 




<210> 


29 


<211> 


13 


<212> 


PRT 


<213> 


Homo 


<400> 


29 


Ala Leu 


i Asn 


1 




<210> 


30 


<211> 


13 


<212> 


PRT 


<213> 


Homo 


<400> 


30 



10 



10 



10 



10 



21 



lie lie Leu Phe Cys Ser Ala Arg lie lie Trp Ser Leu 
15 10 



<210> 


31 


<211> 


13 


<212> 


PRT 


<213> 


Homo 


<400> 


31 



sapiens 



Ala Arg lie lie Trp Ser Leu Arg Gin Arg Gin Met Asp 
15 10 



<210> 32 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Thr Ser Asn Asn His Ser Lys Lys Gly His Cys His Gin 
15 10 



<210> 33 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Phe Thr Tyr Met Asn Ser Met Leu Asp Pro Val Val Tyr Tyr 
15 10 



<210> 


34 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


34 



Asp Asn Asn Arg Ser Thr Ser Val Glu Leu Thr Gly Asp Pro 
1 5 10 



<210> 35 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Asn Arg Cys Leu Gin Arg Lys Met Thr Gly Glu Pro Asp Asn 
15 10 



22 



<210> 36 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Leu Glu Phe lie Phe Gly Leu Leu Gly Asn Gly Leu Ala Leu Trp lie 
15 10 15 



<210> 37 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 37 

lie Phe Gly Leu Leu Gly Asn Gly Leu Ala Leu Trp lie Phe Cys Phe 
15 10 15 



<210> 38 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Ser Cys Leu Leu Trp Gly lie Thr lie Gly Leu Thr Val His Leu Leu 
15 10 15 



<210> 39 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Pro lie Gin Asn Gly Gly Ala Asn Leu Cys Ser Ser Phe Ser lie Cys 
1 5 10 15 



<210> 40 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Leu Leu His Thr Ser Gly Thr Gin Asn Cys Glu Val Tyr Arg Ser Val 
1 5 10 15 



23 



<210> 41 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Pro Asn Lys Thr Arg Gly Ala Pro Glu Ala Leu Met Ala Asn Ser Gly 
15 10 15 



<210> 42 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Ala Met Asn Arg Gin Gly Ser lie lie Phe Leu Thr Val Val Ala Val 
15 10 15 



Asp Arg Tyr Phe Arg Val Val His Pro His His 
20 25 



<210> 


43 




<211> 


9 




<212> 


PRT 




<213> 


Homo 


sapiens 


<400> 


43 




Glu Lys 


; Gin 


Leu Gly 


1 




5 


<210> 


44 




<211> 


80 




<212> 


DNA 




<213> 


Homo 


sapiens 


<400> 


44 





gtgcaaattt gtgcagcagc ttcagcatct gccatacctt ccagtggcac gaagccatgt 60 
tcctcctgga gttcttcctg 80 



<210> 45 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 45 

gatgccgatc cagaatggcg 



20 



24 



<210> 46 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 46 

caggatgatg cccagggg 



<210> 47 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 47 

ggcctgacag tccacctcc 



<210> 48 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 48 

gccgatccag aatggcgg 



<210> 49 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 49 

taatacgact cactataggg 



<210> 50 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 50 

atttaggtga cactatag 



<210> 51 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 51 

gcagcagcgg ccgcgagttt atcttcgggc ttctgggca 



<210> 52 
<211> 37 
<212> DNA 



25 



<213> Homo sapiens 



<400> 52 
gcagcagtcg 


acctcgatgc 


aacagcccaa 


ctgtttc 






37 


<210> 53 

<211> 39 

<212> DNA 

<213> Homo sapiens 












<400> 53 
gcagcagcgg 


ccgcatgaat 


cggcaccatc 


tgcaggatc 






39 


<210> 54 

<211> 37 

<212> DNA 

<213> Homo sapiens 












<400> 54 
gcagcagtcg 


acgctggaga 


agtagtacac 


cacgggg 






37 


<210> 55 

<211> 733 

<212> DNA 

<213> homo sapiens 












<400> 55 
gggatccgga 


gcccaaatct 


tctgacaaaa 


ctcacacatg 


cccaccgtgc 


ccagcacctg 


60 


aattcgaggg 


tgcaccgtca 


gtcttcctct 


tccccccaaa 


acccaaggac 


accctcatga 


120 


tctcccggac 


tcctgaggtc 


acatgcgtgg 


tggtggacgt 


aagccacgaa 


qaccctqaqq 


180 


tcaagttcaa 


ctggtacgtg 


gacggcgtgg 


aggtgcataa 


tgccaagaca 


aaqccqcqqq 

ZJ ZJ Z) Z) Z) 


240 


aggagcagta 


caacagcacg 


taccgtgtgg 


tcagcgtcct 


caccgtcctg 


caccaggact 


300 


ggctgaatgg 


caaggagtac 


aagtgcaagg 


tctccaacaa 


agccctccca 


acccccatcg 


360 


agaaaaccat 


ctccaaagcc 


aaagggcagc 


cccgagaacc 


acaggtgtac 


accctgcccc 


420 


catcccggga 


tgagctgacc 


aagaaccagg 


tcagcctgac 


ctgcctggtc 


aaaggcttct 


480 


atccaagcga 


catcgccgtg 


gagtgggaga 


gcaatgggca 


gccggagaac 


aactacaaga 


540 


ccacgcctcc 


cgtgctggac 


tccgacggct 


ccttcttcct 


ctacagcaag 


ctcaccgtgg 


600 


acaagagcag 


gtggcagcag 


gggaacgtct 


tctcatgctc 


cgtgatgcat 


gaggctctgc 


660 


acaaccacta 


cacgcagaag 


agcctctccc 


tgtctccggg 


taaatgagtg 


cgacggccgc 


720 


gactctagag 


gat 










733 



26 



<210> 56 

<211> 8 

<212> PRT 

<213> bacteriophage T7 

<400> 56 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



<210> 


57 


<211> 


54 


<212> 


DNA 


<213> 


Homo 


<400> 


57 



ggggacaagt ttgtacaaaa aagcaggcta ccatgaatcg gcaccatctg cagg 



<210> 58 

<211> 49 

<212> DNA 

<213> Homo sapiens 

<400> 58 

ggggaccact ttgtacaaga aagctgggtc ttactcgatg caacagccc 



27 



